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#197 by genotype uncertainty CHR 19:15,469,932 T>C
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#198 by genotype uncertainty CHR 20:5,568,559 T>C
AF=0.55 DR2=0.81 r=-0.057 H=0.392 F=1.1
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#199 by genotype uncertainty CHR 01:37,873,444 T>C
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#200 by genotype uncertainty CHR 22:12,859,778 G>T
AF=0.54 DR2=0.81 r=+0.014 H=0.392 F=0.5
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