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AF=0.025 DR2=0.86 r=-0.192 H=0.031 F=17.0

0/1 (het)

0/0 (ref)

1/1 (alt)

40

20

=20

-40

health score



#58 by cluster health separation CHR_02:44,638,800 A>G
AF=0.053 DR2=0.96 r=-0.155 H=0.019 F=16.9

0/1 (het)

0/0 (ref)

1/1 (alt)

40

20

=20

-40

health score



#59 by cluster health separation CHR _09:33,170,897 G>A
AF=0.076 DR2=0.93 r=+0.182 H=0.025 F=16.8

0/1 (het)

4

0/0 (ref)

1/1 (alt)

40

20

=20

—40

health score



#60 by cluster health separation CHR 10:4,206,271 G>C
AF=0.038 DR2=0.85 r=-0.182 H=0.047 F=16.8

0/1 (het)
'

0/0 (ref)

1/1 (alt)

40

20

=20

-40

health score



#61 by cluster health separation CHR_20:22,599,449 G>A
AF=0.043 DR2=0.82 r=-0.176 H=0.050 F=16.8

0/1 (het)

()

0/0 (ref)

1/1 (alt)

40

20

=20

-40

health score



#62 by cluster health separation CHR 21:18,107,871 G>A
AF=0.06 DR2=0.91 r=+0.171 H=0.033 F=16.8

0/1 (het)

e
)
o

0/0 (ref)

1/1 (alt)

40

20

=20

—40

health score



#63 by cluster health separation CHR 19:11,609,876 G>A
AF=0.021 DR2=0.81 r=-0.190 H=0.037 F=16.6

0/1 (het)

@,
‘0,.‘

0/0 (ref)

1/1 (alt)

40

20

=20

—40

health score



#64 by cluster health separation CHR 23:2,462,770 T>C
AF=0.062 DR2=0.83 r=-0.200 H=0.059 F=16.6

0/1 (het)

%

LY 'S

.o,.‘

0/0 (ref)

1/1 (alt)

40

20

=20

-40

health score



#65 by cluster health separation CHR 22:3,995,517 G>T
AF=0.044 DR2=0.93 r=-0.142 H=0.025 F=16.6

0/1 (het)

0/0 (ref)

AN

1/1 (alt)

40

20

=20

-40

health score



#66 by cluster health separation CHR 10:1,942,108 A>G
AF=0.052 DR2=0.91 r=-0.179 H=0.033 F=16.6

0/1 (het)

4
°

0/0 (ref)

1/1 (alt)

40

20

=20

-40

health score



#67 by cluster health separation CHR 06:28,770,709 C>T
AF=0.051 DR2=0.94 r=-0.185 H=0.011] F=16.6

0/1 (het)
°

0/0 (ref)

1/1 (alt)

40

20

=20

-40

health score



#68 by cluster health separation CHR 16:6,910,816 G>C
AF=0.037 DR2=0.83 r=+0.180 H=0.050 F=16.6

0/1 (het)
4

[ 2K
& [ ]

0/0 (ref)

1/1 (alt)

40

20

=20

-40

health score



#69 by cluster health separation CHR_15:10,638,840 A>T
AF=0.051 DR2=0.95 r=+0.138 H=0.018 F=16.6

0/1 (het)
°

(Y

®.

0/0 (ref)

1/1 (alt)

40

20

=20

-40

health score



#70 by cluster health separation CHR 10:9,248,785 C>T
AF=0.058 DR2=0.95 r=-0.189 H=0.017 F=16.6

0/1 (het)

®
®

;
i
()

0/0 (ref)

1/1 (alt)

40

20

=20

-40

health score



#71 by cluster health separation CHR 04:1,164,911 G>A
AF=0.03 DR2=0.86 r=-0.186 H=0.033 F=16.3

0/1 (het)
4

)
J

0/0 (ref)

1/1 (alt)

40

20

=20

-40

health score



#72 by cluster health separation CHR 15:2,431,009 C>T
AF=0.048 DR2=0.95 r=-0.115 H=0.016 F=16.3

0/1 (het)

e

0/0 (ref)

1/1 (alt)

40

20

=20

-40

health score



#73 by cluster health separation CHR 05:7,974,218 G>A
AF=0.02 DR2=0.85 r=-0.188 H=0.023 F=16.3

0/1 (het)
)
e%.

0/0 (ref)

1/1 (alt)

40

20

=20

-40

health score



#74 by cluster health separation CHR 03:5,920,395 G>A
AF=0.01 DR2=0.88 r=-0.187 H=0.011] F=16.3

0/1 (het)

0/0 (ref)

1/1 (alt)

40

20

=20

-40

health score



#75 by cluster health separation CHR 01:45,685,706 C>T
AF=0.067 DR2=0.91 r=-0.173 H=0.030 F=16.3

0/1 (het)
°

®,
L)Y

0/0 (ref)

1/1 (alt)

40

20

=20

-40

health score



#76 by cluster health separation CHR_17:24,039,322 A>G
AF=0.067 DR2=0.92 r=+0.123 H=0.032 F=16.3

0/1 (het)

0/0 (ref)

%

1/1 (alt)

40

20

=20

-40

health score



#77 by cluster health separation CHR_07:24,666,070 C>A
AF=0.087 DR2=0.97 r=+0.166 H=0.015 F=16.2

0/1 (het)
®

0/0 (ref)

1/1 (alt)

40

20

=20

-40

health score



#78 by cluster health separation CHR_05:31,942,189 G>A
AF=0.021 DR2=0.85 r=-0.185 H=0.041 F=16.1

0/1 (het)

7

0/0 (ref)

)
1/1 (alt)

40

20

=20

-40

health score



#79 by cluster health separation unpl-scaff 003:131,235 C>T
AF=0.034 DR2=0.92 r=-0.182 H=0.017 F=16.1

0/1 (het)
°

4

0/0 (ref) 1/1 (alt)

40

20

=20

-40

health score



#80 by cluster health separation CHR 01:17,252,867 T>C
AF=0.053 DR2=0.92 r=-0.178 H=0.019 F=16.1

0/1 (het)

4

0/0 (ref)

1/1 (alt)

40

20

=20

-40

health score



#81 by cluster health separation CHR_11:23,392,288 T>A
AF=0.053 DR2=0.94 r=-0.186 H=0.027 F=16.0

0/1 (het)
°

1/1 (alt)

40

20

=20

—40

health score



#82 by cluster health separation CHR 06:33,642,440 C>T
AF=0.059 DR2=0.85 r=-0.169 H=0.064 F=16.0

0/1 (het)

o
4

9

0/0 (ref)

1/1 (alt)

40

20

=20

-40

health score



#83 by cluster health separation CHR 15:6,544,154 A>G
AF=0.043 DR2=0.93 r=-0.161 H=0.019 F=16.0

0/1 (het)
¢

1/1 (alt)

40

20

=20

—40

health score



#84 by cluster health separation CHR _16:15,275,589 T>C
AF=0.06 DR2=0.96 r=+0.212 H=0.016 F=16.0

0/1 (het)
°

0/0 (ref)

®
®

1/1 (alt)

40

20

=20

-40

health score



#85 by cluster health separation unpl-scaff 011:777 G>T
AF=0.069 DR2=0.97 r=-0.194 H=0.014 F=15.9

0/1 (het)
(]
4

4

0/0 (ref)

&

1/1 (alt)

40

20

=20

-40

health score



#86 by cluster health separation CHR_04:23,744,337 C>A
AF=0.066 DR2=0.93 r=+0.193 H=0.034 F=15.9

0/1 (het)

o

0/0 (ref)

a

1/1 (alt)

40

20

=20

-40

health score



#87 by cluster health separation CHR _08:27,931,491 A>G
AF=0.041 DR2=0.91 r=-0.181 H=0.018 F=15.8

0/1 (het)
°

0.’

0/0 (ref)

1/1 (alt)

40

20

=20

-40

health score



#88 by cluster health separation CHR 21:22,043,410 C>A
AF=0.043 DR2=0.95 r=-0.156 H=0.013 F=15.8

0/1 (het)

e

0/0 (ref)

1/1 (alt)

40

20

=20

-40

health score



#89 by cluster health separation CHR_14:24,914,300 T>C
AF=0.069 DR2=0.89 r=-0.181 H=0.040 F=15.8

0/1 (het)

e

0/0 (ref)

1/1 (alt)

40

20

=20

-40

health score



#90 by cluster health separation CHR 10:9,267,808 T>C
AF=0.075 DR2=0.98 r=-0.157 H=0.009 F=15.8

0/1 (het)
°

()

0/0 (ref)

1/1 (alt)

40

20

=20

-40

health score



#91 by cluster health separation CHR_02:6,485,325 A>T
AF=0.041 DR2=0.91 r=-0.168 H=0.028 F=15.7

0/1 (het)

&

.,'.’

0/0 (ref)

1/1 (alt)

40

20

=20

-40

health score



#92 by cluster health separation CHR_01:30,790,642 G>A
AF=0.078 DR2=0.96 r=+0.184 H=0.016 F=15.7

0/1 (het)

0/0 (ref)

1/1 (alt)

40

20

=20

-40

health score



#93 by cluster health separation unpl-scaff 018:33,516 C>T
AF=0.17 DR2=0.93 r=-0.176 H=0.060 F=15.6

0/1 (het)
(]
é 40
v
[ 2N ]
’ 20
-0
[ ]
(]
o
~20
[ ]
&
' 4

ry —40

®,

0/0 (ref) 1/1 (alt)

health score



#94 by cluster health separation CHR 10:7,180,502 C>T
AF=0.028 DR2=0.91 r=+0.124 H=0.022 F=15.6

0/1 (het)

°

®
'
L

0/0 (ref)

1/1 (alt)

40

20

=20

-40

health score



#95 by cluster health separation CHR_05:13,097,598 C>T
AF=0.061 DR2=0.91 r=+0.182 H=0.033 F=15.6

0/1 (het)
C
r
°

7
2

0/0 (ref)

1/1 (alt)

40

20

=20

-40

health score



#96 by cluster health separation CHR 06:5,477,353 C>T
AF=0.038 DR2=0.85 r=-0.179 H=0.038 F=15.5

0/1 (het)

0/0 (ref)

1/1 (alt)

40

20

=20

-40

health score



#97 by cluster health separation CHR _03:35,540,250 C>T
AF=0.039 DR2=0.81 r=+4+0.194 H=0.053 F=15.5

0/1 (het)
)
%

{ ]

1/1 (alt)

40

20

=20

-40

health score



#98 by cluster health separation CHR 20:6,684,098 G>A
AF=0.027 DR2=0.81 r=+0.170 H=0.041 F=15.5

0/1 (het)

F4

0/0 (ref)

1/1 (alt)

40

20

=20

—40

health score



#99 by cluster health separation unpl-scaff 015:74,213 G>A
AF=0.028 DR2=0.9 r=-0.182 H=0.022 F=15.5

0/1 (het)

e

0/0 (ref)

1/1 (alt)

40

20

=20

-40

health score



#100 by cluster health separation unpl-scaff 063:21,445 G>T
AF=0.034 DR2=0.91 r=4+0.088 H=0.020 F=15.4

0/1 (het)
®

.“‘

0/0 (ref) 1/1 (alt)

40

20

=20

-40

health score



#101 by cluster health separation CHR 09:6,441,514 C>T
AF=0.24 DR2=0.91 r=-0.190 H=0.082 F=15.4

0/1 (het)
)
(4
.3' 40
[ J
F 4
.' ]
(]
7
20
[ ]
-0
@
[ ) N
-20
@
o [ ]
L4
..
&
/ —40
r,
@
1/1 (alt)

health score



#102 by cluster health separation CHR 06:34,874,872 C>T
AF=0.057 DR2=0.93 r=-0.187 H=0.024 F=15.4

0/1 (het)
°

0/0 (ref)

1/1 (alt)

40

20

=20

-40

health score



#103 by cluster health separation CHR 21:15,339,462 G>T

0/0 (ref)

AF=0.066 DR2=0.97 r=-0.157 H=0.011] F=15.3

0/1 (het)

40

20

=20

-40
{ J

1/1 (alt)

health score



#104 by cluster health separation CHR 11:18,916,677 T>C
AF=0.037 DR2=0.87 r=-0.182 H=0.024 F=15.3

0/1 (het)
&
@
® o

0/0 (ref)

1/1 (alt)

40

20

=20

-40

health score



#105 by cluster health separation CHR 16:16,184,256 G>T
AF=0.048 DR2=0.99 r=-0.178 H=0.005 F=15.3

0/1 (het)

®

0/0 (ref)

1/1 (alt)

40

20

=20

-40

health score



#106 by cluster health separation CHR 14:2,801,712 A>G
AF=0.05 DR2=0.85 r=+0.172 H=0.055 F=15.3

0/1 (het)

&8

0/0 (ref)

1/1 (alt)

40

20

=20

-40

health score



#107 by cluster health separation CHR 02:45,821,974 C>T
AF=0.051 DR2=0.95 r=+0.158 H=0.016 F=15.2

0/1 (het)

®

0/0 (ref)

&

1/1 (alt)

40

20

=20

-40

health score



#108 by cluster health separation CHR 08:8,766,447 T>A
AF=0.095 DR2=0.97 r=-0.172 H=0.016 F=15.2

0/1 (het)

r

@
)

[
[ J

0/0 (ref)

1/1 (alt)

40

20

=20

-40

health score



#109 by cluster health separation CHR 01:55,117,405 C>T
AF=0.085 DR2=0.83 r=+4+0.179 H=0.091 F=15.2

0/1 (het)

®

{ 7

0/0 (ref)

1/1 (alt)

40

20

=20

-40

health score



#110 by cluster health separation CHR 06:19,914,383 C>T
AF=0.052 DR2=0.97 r=-0.160 H=0.009 F=15.2

0/1 (het)
°

0/0 (ref)

1/1 (alt)

40

20

=20

-40

health score



#111 by cluster health separation CHR 19:12,726,667 C>A
AF=0.028 DR2=0.95 r=+0.164 H=0.019 F=15.2

0/1 (het)

0/0 (ref)

1/1 (alt)

40

20

=20

-40

health score



#112 by cluster health separation CHR 12:22,859,229 C>T
AF=0.038 DR2=0.84 r=+0.176 H=0.048 F=15.1

0/1 (het)
)

4

&0
o

7

0/0 (ref)

1/1 (alt)

40

20

=20

-40

health score



#113 by cluster health separation CHR 11:33,482,605 C>T
AF=0.11 DR2=0.96 r=-0.190 H=0.025 F=15.1

0/1 (het)
°
/‘. 40
°
°
°

20

-0
-20

'y
4
(g —-40
o’i °

0/0 (ref) 1/1 (alt)

health score



#114 by cluster health separation CHR 23:1,949,229 A>T
AF=0.049 DR2=0.96 r=+4+0.156 H=0.011] F=15.1

0/1 (het)

4
4

0/0 (ref)

AV

1/1 (alt)

40

20

=20

-40

health score



#115 by cluster health separation CHR 18:27,020,156 G>A
AF=0.1 DR2=0.96 r=+0.183 H=0.023 F=15.1

0/1 (het)
s

0/0 (ref)

%

1/1 (alt)

40

20

=20

-40

health score



#116 by cluster health separation CHR 14:30,809,708 T>C
AF=0.073 DR2=0.93 r=-0.154 H=0.034 F=15.1

0/1 (het)
)
&

~

o,

0/0 (ref)

1/1 (alt)

40

20

=20

-40

health score



#117 by cluster health separation unpl-scaff 012:43,915 G>A

0/0 (ref)

AF=0.19 DR2=0.84 r=-0.163

0/1 (het)

%

H=0.129 F=15.1

1/1 (alt)

40

20

=20

-40

health score



#118 by cluster health separation CHR 09:36,448,109 G>A
AF=0.032 DR2=0.9 r=-0.173 H=0.025 F=15.0

0/1 (het)

0/0 (ref)

1/1 (alt)

40

20

=20

-40

health score



#119 by cluster health separation unpl-scaff 001:130,656 C>A
AF=0.072 DR2=0.92 r=-0.176 H=0.032 F=15.0

0/1 (het)

4

%

0/0 (ref) 1/1 (alt)

40

20

=20

-40

health score



#120 by cluster health separation CHR 10:15,104,390 G>T
AF=0.028 DR2=0.87 r=-0.175 H=0.032 F=15.0

0/1 (het)

0/0 (ref)

1/1 (alt)

40

20

=20

-40

health score



#121 by cluster health separation CHR 13:27,396,580 T>G
AF=0.092 DR2=0.99 r=-0.163 H=0.007 F=14.9

0/1 (het)

e
Y

0/0 (ref)

1/1 (alt)

40

20

=20

-40

health score



#122 by cluster health separation CHR 04:41,493,006 G>A
AF=0.03 DR2=0.9 r=+0.178 H=0.020 F=14.9

0/1 (het)

&

4

1/1 (alt)

40

20

=20

-40

health score



#123 by cluster health separation CHR 17:24,515,943 T>C
AF=0.064 DR2=0.93 r=-0.138 H=0.018 F=14.9

0/1 (het)

0/0 (ref)

1/1 (alt)

40

20

=20

-40

health score



#124 by cluster health separation CHR 02:4,043,597 C>T
AF=0.058 DR2=0.92 r=+0.162 H=0.026 F=14.9

0/1 (het)
)
s 40
20
-0
-20
@
4 5
o
e
—-40
r i ®

0/0 (ref) 1/1 (alt)

health score



#125 by cluster health separation unpl-scaff 010:77,882 C>A
AF=0.056 DR2=0.91 r=-0.180 H=0.026 F=14.9

0/1 (het)

4

o

0/0 (ref) 1/1 (alt)

40

20

=20

-40

health score



#126 by cluster health separation CHR 16:15,265,149 C>T
AF=0.076 DR2=0.96 r=+0.150 H=0.017 F=14.9

0/1 (het)
\
4

0/0 (ref)

1/1 (alt)

40

20

=20

-40

health score



#127 by cluster health separation CHR 09:15,478,051 T>A
AF=0.044 DR2=0.92 r=-0.155 H=0.026 F=14.9

0/1 (het)
e

4

.!.

0/0 (ref)

1/1 (alt)

40

20

=20

-40

health score



#128 by cluster health separation CHR 12:16,300,449 C>T
AF=0.045 DR2=0.83 r=-0.127 H=0.059 F=14.9

0/1 (het)
é 40
[ X J
[ ]
. 20
AV
[ ]
4 -0
S —20
2
..
e
4
» —40
5@
1/1 (alt)

health score



#129 by cluster health separation CHR 16:16,933,876 G>A
AF=0.061 DR2=0.86 r=-0.175 H=0.049 F=14.9

0/1 (het)
o
z
é %o
'
[ ]
°
d ®
AY

0/0 (ref)

1/1 (alt)

40

20

=20

-40

health score



#130 by cluster health separation CHR 10:30,745,727 T>A
AF=0.051 DR2=0.94 r=-0.157 H=0.020 F=14.9

0/1 (het)
°

0/0 (ref)

1/1 (alt)

40

20

=20

-40

health score



#131 by cluster health separation CHR 07:22,609,800 T>C
AF=0.056 DR2=0.97 r=-0.176 H=0.014 F=14.9

0/1 (het)
°

@
[ J

0/0 (ref)

1/1 (alt)

40

20

=20

-40

health score



#132 by cluster health separation CHR 06:278,811 G>A
AF=0.07 DR2=0.86 r=-0.136 H=0.058 F=14.8

0/1 (het)
4

s

0/0 (ref)

1/1 (alt)

40

20

=20

—40

health score



#133 by cluster health separation CHR 15:9,459,663 A>C
AF=0.033 DR2=0.82 r=-0.177 H=0.041 F=14.8

0/1 (het)

e

1/1 (alt)

40

20

=20

-40

health score



#134 by cluster health separation CHR 13:21,020,914 A>G
AF=0.046 DR2=0.92 r=-0.178 H=0.019 F=14.7

0/1 (het)
°

0/0 (ref)

1/1 (alt)

40

20

=20

-40

health score



#135 by cluster health separation CHR 15:15,232,499 C>T
AF=0.073 DR2=0.91 r=-0.176 H=0.054 F=14.7

0/1 (het)
e
& 40
@
AY
' 20
o
-0
-20
4 AY
( ]
[ ]
S
i. -40
4

0/0 (ref) 1/1 (alt)

health score



#136 by cluster health separation CHR 23:5,390,833 A>G
AF=0.04 DR2=0.94 r=-0.157 H=0.015 F=14.7

0/1 (het)

&

0/0 (ref)

1/1 (alt)

40

20

=20

-40

health score



#137 by cluster health separation CHR 14:30,570,675 A>G
AF=0.052 DR2=0.81 r=-0.185 H=0.068 F=14.7

0/1 (het)
&

L 1™
{

0/0 (ref)

1/1 (alt)

40

20

=20

-40

health score



#138 by cluster health separation CHR 14:10,022,110 C>T
AF=0.041 DR2=0.95 r=+4+0.187 H=0.016 F=14.7

0/1 (het)
4

4

0/0 (ref)

1/1 (alt)

40

20

=20

-40

health score



#139 by cluster health separation CHR 04:41,242,128 C>A
AF=0.078 DR2=0.97 r=+4+0.244 H=0.013 F=14.7

0/1 (het)

e

0/0 (ref)

o

1/1 (alt)

40

20

=20

-40

health score



#140 by cluster health separation CHR 06:18,657,519 G>A
AF=0.032 DR2=0.9 r=-0.206 H=0.027 F=14.7

0/1 (het)

&
&

0('.

),

0/0 (ref)

1/1 (alt)

40

20

=20

-40

health score



#141 by cluster health separation CHR 01:47,472,382 A>C
AF=0.051 DR2=0.95 r=-0.166 H=0.017 F=14.7

0/1 (het)
°

é

0/0 (ref)

1/1 (alt)

40

20

=20

-40

health score



#142 by cluster health separation CHR 10:27,829,179 C>T
AF=0.048 DR2=0.97 r=-0.148 H=0.007 F=14.7

0/1 (het)
®

o

0/0 (ref)

1/1 (alt)

40

20

=20

-40

health score



#143 by cluster health separation CHR 22:11,002,426 C>T
AF=0.063 DR2=0.96 r=-0.151 H=0.019 F=14.7

0/1 (het)

0/0 (ref)

1/1 (alt)

40

20

=20

-40

health score



#144 by cluster health separation CHR 05:7,321,312 G>A
AF=0.046 DR2=0.93 r=+0.151 H=0.024 F=14.7

0/1 (het)
°

1/1 (alt)

40

20

=20

-40

health score



#145 by cluster health separation CHR 07:31,818,443 A>C
AF=0.042 DR2=0.85 r=-0.174 H=0.056 F=14.7
0/1 (het)

)

1/1 (alt)

40

20

=20

-40

health score



#146 by cluster health separation CHR 08:29,447,379 G>T
AF=0.06 DR2=0.99 r=+0.163 H=0.006 F=14.7

0/1 (het)
°

0/0 (ref)

1/1 (alt)

40

20

=20

-40

health score



#147 by cluster health separation CHR 11:12,300,364 T>C
AF=0.083 DR2=0.89 r=+0.176 H=0.054 F=14.7

0/1 (het)

'v.,.

0/0 (ref)

1/1 (alt)

40

20

=20

-40

health score



#148 by cluster health separation unpl-scaff 125:9,464 G>A
AF=0.045 DR2=0.89 r=+4+0.153 H=0.030 F=14.7

0/1 (het)

)

0/0 (ref)

1/1 (alt)

40

20

=20

-40

health score



#149 by cluster health separation CHR 04:28,347,157 C>T
AF=0.073 DR2=0.87 r=-0.169 H=0.042 F=14.7

0/1 (het)
¢

f.‘

0/0 (ref)

1/1 (alt)

40

20

=20

-40

health score



#150 by cluster health separation CHR 18:24,012,244 C>T
AF=0.019 DR2=0.89 r=-0.169 H=0.017 F=14.6

0/1 (het)
[
40
o %
AV
20
-0
-20
[ ]
é
-40

.,'.

0/0 (ref) 1/1 (alt)

health score



#151 by cluster health separation CHR 06:34,838,221 T>A
AF=0.054 DR2=0.97 r=-0.170 H=0.006 F=14.6

0/1 (het)

&
0/0 (ref)

1/1 (alt)

40

20

=20

-40

health score



#152 by cluster health separation unpl-scaff 032:65,346 G>A
AF=0.039 DR2=0.88 r=+0.174 H=0.039 F=14.6

0/1 (het)

s

1/1 (alt)

40

20

=20

-40

health score



#153 by cluster health separation CHR 03:38,674,214 C>T
AF=0.041 DR2=0.85 r=-0.189 H=0.040 F=14.6

0/1 (het)

0/0 (ref)

1/1 (alt)

40

20

=20

-40

health score



#154 by cluster health separation CHR 15:5,315,820 C>T
AF=0.08 DR2=0.95 r=+0.165 H=0.021 F=14.6

0/1 (het)
é

&

1/1 (alt)

40

20

=20

-40

health score



#155 by cluster health separation CHR 15:30,387,927 C>T
AF=0.047 DR2=0.94 r=+0.190 H=0.021 F=14.6

0/1 (het)
e

o),
)3
)

0/0 (ref)

1/1 (alt)

40

20

=20

-40

health score



#156 by cluster health separation CHR 14:23,387,181 G>A
AF=0.049 DR2=0.97 r=-0.199 H=0.012 F=14.6

0/1 (het)

4
°

0/0 (ref)

1/1 (alt)

40

20

=20

—40

health score



#157 by cluster health separation CHR 12:15,166,436 T>G
AF=0.036 DR2=0.93 r=+0.122 H=0.019 F=14.6

0/1 (het)
¢

®
4

'o,.‘

.‘.‘

0/0 (ref)

1/1 (alt)

40

20

=20

-40

health score



#158 by cluster health separation CHR 16:29,466,956 C>A
AF=0.059 DR2=0.92 r=-0.162 H=0.034 F=14.5

0/1 (het)
°

0/0 (ref)

1/1 (alt)

40

20

=20

-40

health score



#159 by cluster health separation CHR 08:9,322,322 T>C
AF=0.041 DR2=0.85 r=-0.171 H=0.045 F=14.5

0/1 (het)
e.

LY

1/1 (alt)

40

20

=20

-40

health score



#160 by cluster health separation CHR 20:2,723,807 G>A
AF=0.13 DR2=0.94 r=+0.129 H=0.045 F=14.5

0/1 (het)
o
4 40
[ ]
]
®
20
° -0
o
®
-20
o
[ ]
r 3
.~? -40
& ®
@
1/1 (alt)

health score



#161 by cluster health separation CHR 10:7,967,609 A>C
AF=0.036 DR2=0.91 r=-0.175 H=0.026 F=14.5

0/1 (het)

e

® o

0/0 (ref)

1/1 (alt)

40

20

=20

-40

health score



#162 by cluster health separation CHR 10:22,997,147 C>T
AF=0.048 DR2=0.9 r=+0.153 H=0.032 F=14.5

0/1 (het)
®
°

1/1 (alt)

40

20

=20

-40

health score



#163 by cluster health separation CHR 02:33,619,600 A>G
AF=0.03 DR2=0.89 r=+0.184 H=0.024 F=14.5

0/1 (het)

[ ]
®e
¢

0/0 (ref)

1/1 (alt)

40

20

=20

-40

health score



#164 by cluster health separation CHR 03:6,252,287 A>G
AF=0.066 DR2=0.89 r=-0.185 H=0.046 F=14.5

0/1 (het)

°
s
AY

§
£

P4

0/0 (ref)

1/1 (alt)

40

20

=20

-40

health score



#165 by cluster health separation CHR 22:12,106,585 G>T
AF=0.053 DR2=0.9 r=+0.181 H=0.043 F=14.5

0/1 (het)
4 40
.. [ )
[ J
[ ]
20
-0
?
-20
‘Il
o
4 -40

0/0 (ref) 1/1 (alt)

health score



#166 by cluster health separation CHR 08:382,451 G>A
AF=0.065 DR2=0.91 r=-0.145 H=0.036 F=14.5

0/1 (het)

(]
&
s

0/0 (ref)

1/1 (alt)

40

20

=20

—40

health score



#167 by cluster health separation CHR 17:1,007,595 G>A
AF=0.068 DR2=0.95 r=-0.163 H=0.022 F=14.5

0/1 (het)
[}
» 40
[

20

-0
-20

&
&
o —40
&

0/0 (ref) 1/1 (alt)

health score



#168 by cluster health separation CHR 04:28,415,269 G>A
AF=0.077 DR2=0.96 r=-0.154 H=0.015 F=14.5

0/1 (het)
%
@

0/0 (ref)

1/1 (alt)

40

20

=20

-40

health score



#169 by cluster health separation CHR 08:29,445,191 C>A
AF=0.058 DR2=0.98 r=+4+0.172 H=0.005 F=14.5

0/1 (het)
°

0/0 (ref)

1/1 (alt)

40

20

=20

-40

health score



#170 by cluster health separation CHR 03:37,665,722 C>A
AF=0.066 DR2=0.94 r=-0.153 H=0.026 F=14.4

0/1 (het)
&

°
@),
"o,

0/0 (ref)

1/1 (alt)

40

20

=20

-40

health score



#171 by cluster health separation CHR 09:21,778,137 A>T
AF=0.058 DR2=0.9 r=-0.156 H=0.037 F=14.4

0/1 (het)

o
°

.,".J

0/0 (ref)

1/1 (alt)

40

20

=20

-40

health score



#172 by cluster health separation CHR 03:33,950,864 C>A
AF=0.045 DR2=0.82 r=-0.183 H=0.056 F=14.4

0/1 (het)
e

L A

L

)
"q.'. |

0/0 (ref)

1/1 (alt)

40

20

=20

-40

health score



#173 by cluster health separation unpl-scaff 052:27,632 G>T
AF=0.06 DR2=0.92 r=+0.170 H=0.034 F=14.4

0/1 (het)
&
[

)
| J

0/0 (ref) 1/1 (alt)

40

20

=20

-40

health score



#174 by cluster health separation CHR 04:28,199,852 G>A
AF=0.076 DR2=0.96 r=-0.161 H=0.019 F=14.4

0/1 (het)

%

0/0 (ref)

1/1 (alt)

40

20

=20

-40

health score



#175 by cluster health separation CHR 14:16,972,070 T>G
AF=0.074 DR2=0.94 r=+4+0.182 H=0.025 F=14.4

0/1 (het)

®

.%‘

0/0 (ref)

1/1 (alt)

40

20

=20

-40

health score



#176 by cluster health separation CHR 03:22,886,425 C>A
AF=0.062 DR2=0.96 r=-0.176 H=0.016 F=14.4

0/1 (het)
4
)

P4

0/0 (ref)

1/1 (alt)

40

20

=20

-40

health score



#177 by cluster health separation CHR 22:13,685,822 A>G
AF=0.062 DR2=0.93 r=+0.107 H=0.030 F=14.4

0/1 (het)
..
g 40
20
o
-0
[ J
b -20
[ ]
o
[
f « —-40
[ ) {

0/0 (ref) 1/1 (alt)

health score



#178 by cluster health separation CHR 09:8,461,633 G>T
AF=0.052 DR2=0.95 r=+4+0.150 H=0.020 F=14.4

0/1 (het)

e

L

.l.‘

0/0 (ref)

40
20
-0
=20
L]
—40
{ ]
1/1 (alt)

health score



#179 by cluster health separation CHR 20:14,889,360 G>A
AF=0.037 DR2=0.93 r=-0.175 H=0.022 F=14.4

0/1 (het)

&
°

0/0 (ref)

1/1 (alt)

40

20

=20

-40

health score



#180 by cluster health separation CHR 20:3,736,267 C>T
AF=0.12 DR2=0.92 r=-0.175 H=0.052 F=14.4

0/1 (het)

4
°

0/0 (ref)

1/1 (alt)

40

20

=20

-40

health score



#181 by cluster health separation CHR 10:9,174,045 T>A
AF=0.26 DR2=0.96 r=-0.195 H=0.052 F=14.4

0/1 (het)

e

0/0 (ref)

[ )
o

1/1 (alt)

40

20

=20

-40

health score



#182 by cluster health separation CHR 08:29,342,238 C>T
AF=0.056 DR2=0.98 r=+4+0.165 H=0.007 F=14.4

0/1 (het)
&

0/0 (ref)

1/1 (alt)

40

20

=20

-40

health score



#183 by cluster health separation CHR 05:27,360,091 G>A
AF=0.072 DR2=0.84 r=-0.130 H=0.081 F=14.4

0/1 (het)

o
@

9.

..;3
3
/

0/0 (ref)

N

1/1 (alt)

40

20

=20

—40

health score



#184 by cluster health separation CHR 03:39,681,970 A>T
AF=0.051 DR2=0.9 r=-0.169 H=0.032 F=14.3

0/1 (het)
o
¥ 40
[ ]
20
[ J
-0
-20
4
[ J

—-40

0/0 (ref) 1/1 (alt)

health score



#185 by cluster health separation CHR 10:34,161,173 G>A
AF=0.044 DR2=0.96 r=+0.182 H=0.007 F=14.3

0/1 (het)
%

0/0 (ref)

1/1 (alt)

40

20

=20

-40

health score



#186 by cluster health separation CHR 04:12,520,101 C>A
AF=0.057 DR2=0.87 r=+0.156 H=0.052 F=14.3

0/1 (het)

0/0 (ref)

1/1 (alt)

40

20

=20

—40

health score



#187 by cluster health separation CHR 10:9,178,062 C>G
AF=0.33 DR2=0.91 r=-0.223 H=0.144 F=14.3

0/1 (het)
°®
°
@
° °
° %
o °
° ®

0/0 (ref)

1/1 (alt)

40

20

=20

-40

health score



#188 by cluster health separation CHR 05:32,568,690 T>C
AF=0.054 DR2=0.99 r=-0.148 H=0.003 F=14.3

0/1 (het)
°

0/0 (ref)

1/1 (alt)

40

20

=20

-40

health score



#189 by cluster health separation unpl-scaff 080:23,742 T>C
AF=0.021 DR2=0.81 r=+0.177 H=0.032 F=14.3

0/1 (het)

<

/

0/0 (ref) 1/1 (alt)

40

20

=20

-40

health score



#190 by cluster health separation CHR 08:35,979,438 T>G
AF=0.15 DR2=0.86 r=-0.148 H=0.110 F=14.3

0/1 (het)

oi: G

0/0 (ref)

1/1 (alt)

40

20

=20

-40

health score



#191 by cluster health separation CHR 07:1,733,216 G>A
AF=0.11 DR2=0.9 r=-0.123 H=0.065 F=14.3

0/1 (het)

&

‘e

0/0 (ref)

1/1 (alt)

40

20

=20

-40

health score



#192 by cluster health separation CHR 04:7,934,491 A>C
AF=0.033 DR2=0.86 r=-0.186 H=0.041 F=14.3

0/1 (het)
Fa
o

®e
°

."0%

L7

0/0 (ref)

1/1 (alt)

40

20

=20

—40

health score



#193 by cluster health separation CHR 12:28,106,057 C>T
AF=0.046 DR2=0.84 r=-0.145 H=0.051 F=14.3

0/1 (het)

4

1/1 (alt)

40

20

=20

-40

health score



#194 by cluster health separation CHR 06:13,039,117 C>A
AF=0.014 DR2=0.87 r=-0.182 H=0.013 F=14.3

0/1 (het)

o,

=
{ ]

[ J

1/1 (alt)

40

20

=20

—40

health score



#195 by cluster health separation CHR 03:27,226,574 A>G
AF=0.09 DR2=0.93 r=-0.170 H=0.037 F=14.3

0/1 (het)

0/0 (ref)

1/1 (alt)

40

20

=20

-40

health score



#196 by cluster health separation CHR 05:32,549,649 A>G
AF=0.053 DR2=0.98 r=-0.147 H=0.005 F=14.3

0/1 (het)
°

0/0 (ref)

1/1 (alt)

40

20

=20

-40

health score



#197 by cluster health separation CHR 15:15,068,760 A>G
AF=0.098 DR2=0.88 r=+0.135 H=0.062 F=14.3

0/1 (het)

o
‘o*
&

r 4

0/0 (ref)

40

20
-0
-20
®
-40
[ ]
1/1 (alt)

health score



#198 by cluster health separation CHR 04:31,812,706 G>T
AF=0.081 DR2=0.87 r=-0.166 H=0.070 F=14.3

LY

«
%

0/0 (ref)

&
®.

1/1 (alt)

40

20

=20

-40

health score



#199 by cluster health separation CHR 06:6,660,071 G>A
AF=0.069 DR2=0.86 r=+0.168 H=0.061 F=14.2

0/1 (het)
'
[ ]

0/0 (ref)

1/1 (alt)

40

20

=20

—40

health score



#200 by cluster health separation CHR 16:18,946,575 G>A
AF=0.039 DR2=0.88 r=-0.170 H=0.043 F=14.2

0/1 (het)
®

0/0 (ref)

1/1 (alt)

40

20

=20

-40

health score



