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#157 by genotype uncertainty CHR 12:12,457,297 C>T
AF=0.44 DR2=0.81 r=+0.039 H=0.383 F=0.3

0/1 (het)
@
&
( ]
( ]
[ ]
[ )
[ ]
@
[ )
N
4
[ )
X .
P )
®

@ @ v.«\o

Y,

ve®

-
[ )
[ )
4

&
0/0 (ref)

40

20

=20

-40

health score



0/1 (het)

#158 by genotype uncertainty CHR 06:35,231,983 A>G

AF=0.43 DR2=0.81 r=-0.005 H=0.383 F=0.6

0/0 (ref)

1/1 (alt)

40

20

=20

-40

health score
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#171 by genotype uncertainty CHR 17:24,931,582 C>T
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#174 by genotype uncertainty CHR 10:11,749,189 A>G
H=0.382 F=2.4

%

0/0 (ref)

AF=0.48 DR2=0.81 r=-0.071

0/1 (het)

()

"

1/1 (alt)

40

20

=20

-40

health score



#175 by genotype uncertainty CHR _19:3,028,841 T>G
AF=0.57 DR2=0.82 r=+0.079 H=0.382 F=1.5

40

20

=20

health score

0/1 (het)
)
4
°
%
°
o °
¢ ¢ ®
®
®
°
° ®
°
)
® o
7
°
'3 ®
Y
@ .
A "q
z ° e
° %%
»,)3;’
%,

0/0 (ref) 1/1 (alt)



4

#176 by genotype uncertainty CHR 03:43,490,151 T>A
AF=0.6 DR2=0.81 r=-0.068 H=0.382 F=0.6

0/1 (het)
°
2
o0
°®
N
()
°
®
°
°% o0
° °

0/0 (ref)

40

20

-0

°®
V)
f’ -20
‘-’@%
%
LY
> ~40
%
1/1 (alt)

health score



#177 by genotype uncertainty CHR 18:23,816,142 A>C
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#190 by genotype uncertainty CHR 13:8,004,021 A>G
AF=0.44 DR2=0.81 r=+0.032 H=0.382 F=0.4
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#191 by genotype uncertainty CHR 17:24,068,839 G>T
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#192 by genotype uncertainty CHR 06:27,138,794 A>T
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#193 by genotype uncertainty CHR 07:6,733,907 A>G
AF=0.43 DR2=0.81 r=+0.055 H=0.381 F=1.0
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#194 by genotype uncertainty CHR 11:23,581,648 G>A
AF=0.51 DR2=0.81 r=-0.049 H=0.381 F=0.4
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#195 by genotype uncertainty CHR 12:8,284,482 C>T
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#196 by genotype uncertainty CHR 08:35,928,371 T>C
AF=0.51 DR2=0.81 r=-0.086 H=0.381 F=1.9

0/1 (het)

°

°

®

°

%
°
°
é
°®
o
°
®
° % . o
° oo
p ®
d Y
D%,
o, ¢
4 %
Fy )
Py %
G %
& °
Py
F 4 %

1/1 (alt)

0/0 (ref)

40

20

=20

-40

health score



#197 by genotype uncertainty CHR 02:33,607,381 C>T
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#198 by genotype uncertainty CHR 04:34,782,342 A>G
AF=0.46 DR2=0.81 r=+4+0.129 H=0.381 F=3.9
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#199 by genotype uncertainty CHR 15:17,605,276 G>A
AF=0.57 DR2=0.81 r=+0.013 H=0.381 F=0.6
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#200 by genotype uncertainty CHR_01:50,610,753 C>G
AF=0.66 DR2=0.81 r=+0.004 H=0.381 F=0.2
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